ABSTRACT The genome sequences of four antibiotic-resistant Salmonella strains isolated from red meat animals in Australia are presented. Multidrug-resistant Salmonella enterica serovar Heidelberg 329 and Salmonella enterica serovar Typhimurium 2470 harbored an IncHI2 plasmid similar to the multidrug-resistant S. Heidelberg strain N13-01290 plasmid pN13-01290_23 previously isolated in Canada.
sources and dates of isolation of the four Salmonella strains are also shown in Table 1 . A 100% orthologous average nucleotide identity was identified between the genomes of S. Heidelberg 329 and S. Typhimurium 2470 and between S. Heidelberg 632 and 2581, using the OrthoANI algorithm (13) . This suggests a close phylogenetic relationship between the two sets of strains.
The S. Heidelberg 329 and S. Typhimurium 2470 plasmids belong to the IncHI2 group and that of S. Heidelberg 632 to the IncII group. IncHI2 is a plasmid lineage associated with the spread of antibiotic-resistant Salmonella spp. (1) . S. Heidelberg 329 and S. Typhimurium 2470 harbored a plasmid similar to S. Heidelberg N13-01290/pN13-01290_23 (GenBank accession number CP012931), isolated from turkey meat in Canada (14) . A nucleotide BLAST search of specific contigs in S. Heidelberg 329 (p329_1) and S. Typhimurium 2470 (p2470_1) against the pN13-01290_23 sequence revealed 99% identity to both strain contigs with 81% coverage. S. Heidelberg pN13-01290_23 belongs to the IncHI2 group and carries aph(3Љ)-Ib and aph(6)-Id (aminoglycoside resistance), bla TEM-1B (beta-lactam resistance), sul1 (sulfonamide resistance), and tet(B) (tetracycline resistance) genes. S. Heidelberg 329 and S. Typhimurium 2470 have several antibiotic resistance genes, including aac(6=)-Iaa, aph(3Љ)-Ib, aph(6)-Id, aadA1, bla TEM-1B , mph(B) (macrolide resistance), sul1 and sul2 (sulfonamide resistance), tet(A) (tetracycline resistance), and dfrA1 (trimethoprim resistance). All of these antibiotic resistance genes were located on the matching contig of pN13-01290_23, with the exception of the beta-lactam resistance gene, which was located in a different contig.
S. Heidelberg 632 and 2581 carry aac(6=)-Iaa (aminoglycoside resistance gene) and fosA7 (fosfomycin resistance gene) only on their chromosomes. A previous study reported that the fosA7 gene was found on the chromosome in S. Heidelberg isolated from poultry in Canada, although this gene is rarely reported among Salmonella spp. (15) . Multidrug resistance efflux pump genes, such as acrA and mdfA, were detected on the chromosome in all Salmonella strains used in this study. Further understanding of antibiotic-resistant Salmonella spp. is required.
Data availability. The whole-genome shotgun project sequences of Salmonella strains 329, 632, 2581, and 2470 have been deposited at DDBJ/ENA/GenBank under the accession numbers listed in Table 1 .
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